
STE Grebe
Ace

Oxon
ORF 7815

>

6/1/90

tLA- EE
é

AINE (7 A tad oa

at

with
"Vr.



we

'dal me, bor A

UU, daly
x

> Can red ure

mony be worth pubtetn-g, 7 &

i. lh eeurte Lated

So

okra .9 dd MM

Benz. VA (AEA old vot A. yk

A (lis

V



7 -_
te LG a

1 Suet © Wedded

9 ev
Sf

5

7]

3

N 4
fe+ Else

o
U

1

t TonsBrenda, »

Are
4



2 a

Y"MD

preyepeppyoe

anye
>

7



pryerY

peper

LY
7

2

2

4

Ootyconvermy

mani
SW

ee)

ry.hpran
Te

CEA4



CQua aldte
geo"

Ay
v

x1 P

3

ME er. dred

Aare « dace Meson She wrkid alnd
bel willoge

(LAC cect aren,

C ark a the



a

74

fle hos

tHe,
4

a

AW
+

a



Y preween
©

-My
4

ren4



troppoy 307

Curr"ooBpegey
orymndroppeTpmyn

G

oxupeaer peJats



Lé]

hodemyoyy "8



t

04 act



a

DLP OS
4

4



National Radiological Protection Board, Chilton, Didcot, Oxon OX11ORQ.Tel: (0235) 831600
Telex: 837124 RADPROG - Fax: (0235) 833891

Dr. Krishnaja, A.P
Molecular Biology and Agriculture Division,

Bombay 400085,
India.

Our ref:

Date:
13th February 1990

Bhabha Atomic Research Centre, Your ref:

wo

Dear Dr. Krishnaja,
Thank you for your letter asking for the method of estimation of the

coefficients a and § in the dose response curve. It is a big subject and more
than I can put into one letter, but I will try.

Mathematically you have a set of data of dose (D), cells scored (C) and
aberrations scored (A) and as yield equation:--

Y= 1+ D+ @D

The observed yield for each dose is A/C. The problem is to find values for y,
a and 6 which give the "best" fit to the data points. Statistically there are
several possible criteria for deciding the "best" fit. They are different and
give different answers but they are all based on the concept of "weighted least
squares". Thus a computer program which finds a weighted least squares
solution is essential. We have such a program at NRPB called POLYFIT and you
are welcome to a copy.

The concept of weighted least squares as applied to the above problem is
to calculate the function

2.
-y¥,

all points

and find the values of Y, (or and B which make it minimuma m mu.

¥, is the observed yield (= Ajo) ¥, is the fitted yield which is altered as

y, « and 6 are altered. o is an estimate of the variance at each point and it
is this value which distinguishes the different criteria for "best" fit.

In chromsome aberration work with human blood, particularly dicentric
scoring, we know that the aberrations are distributed among the cells in
accordance with the Poisson distribution although it is something that should
be checked. Therefore the standard error (o) can be estimated from the square
root of the aberrations scored (VA/C).

/contd....

L. Chairman: Sir Richard Southwood FRS - Director: Dr R RH Clarke - Secretarv: GM Webb
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Example

Dose(D) Cells scored(C) Dicentrics Yield(Y, ) SE (co = VA
seen(A)

0 2000 1 -0005 .0005
0.2 2000 18 .009 .00212
0.5 1000 40 .040 -00632
1.0 1000 92 .092 -00959
1.5 600 123 .205 .0185
2.0 500 171 342 .0262
3.0 300 186 -62 .0455
4.0 200 216 1.08 .0735

Putting the dose, D, yield Y and SE (oc) into the computer program POLYFIT gives
the output 1. The colum 'FITTED Y' contains the best fit values of yield and

+

better estimates of o as follows:

o=v¥, x C/C

These new estimates of o are put into the program POLYFIT with the dose D
and the yield This produces output 2. This produces an even better

are pointless. The output 3 is identical to the maximum likelihood fit and
produces maximum likelihood estimates of the coefficients y, ao and f.
gives output 5. Outputs 2 and 3 are so.close together that further iterations
estimate of which produce a third estimate of Putting this into POLYFIT

I think this is enough for one letter. When you have understood this I
will then tell you what I do when the Poisson distribution does not apply.

With kind regards,

Alan A. Edwards
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National Radiological Protection Board, Chilton, Didcot, Oxon OX11ORQ.Tel: (0235) 831600
Telex: 837124 RADPRO G - Fax: (0235) 833891

Dr. Krishnaja A.P.,
B-8 Vindhya,
Anushakti Nagar,
Bombay 400094,
India.

Your ref:

Our ret:

pate. 27th March 1990

Dear Krishnaja,
Thank you for your letter of 12th March. I enclose a listing of the

program 'POLYFIT'. It is written in Fortran and it has comment statements to
tell you how to run it and to say what it does. There are a few computer
specific instructions and you may have to alter these. Good luck with gettingit onto your computer. i

You had two other questions.

The "best fit" values of yield are given by the maximum likelihood
solution. The iterative method described in my last letter gives the maximum
likelihood solution when further iterations no longer alter the solution. Thus
output 3 gives a close approximation to the "best fit". The program POLYFIT
does the algebra to produce each of outputs 1 to 3.

In the example I sent you there are, 8 data points. There are 3 fitted
parameters in the polynomial y + oD + @D°. Hence the degree of freedom is
8-3 = 5. The total sum of squares should be distributed as the chi-squared
distribution on 5 degrees of freedom and this forms a test of how good the fit
is.

I hope that has answered your questions. If it hasn't do write again.

Yours sincerely,

Alan A. Edwards

4-4

Chairman: Sir Richard Southwood FRs - Director: Dr R RH Clarke - Secretary: GM Webb
4
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National Radiological Protection Board, Chilton, Didcot, Oxon OX11ORQ.Tel: (0235) 831600
Telex: 837124 RADPROG Fax: (0235) 833891

Dr. Krishnaja AP,
B-8 Vindhya,
Annshakti Nagar, Your ref:
Bombay 400094,
India.

Our ref:

_J Date:
13th June 1991

Dear Krishnaja,

Thank you for your letter enclosing your data. I have analysed it as
I usually do - testing for overdispersion and then fitting by maximum
likelihood techniques. I assume you have used gamma-rays, eg. cobalt-60 or
caesium-137. If so the results are very good indeed, bearing a marked
Similarity to our own. I enclose all the relevant printouts.

I checked all the distributions you sent. Some I agree with your
analysis, others I do not. I enclose a copy of your analyses marking the
discrepancies. I think you must have calculated u and by hand and so
I enclose my computer code written in Fortran. I hope this will be useful
to you. For dicentrics and dicentrics + rings the distributions are veryclose to Poisson. For total aberrations there is some Sign of
overdispersion (a@/y >1) but it is not sufficient to take into account for
curve fitting purposes. (There is a mistake in the 5 Gy data and if that
turns out to be overdispersed I could change my mind). Acentrics are
definitely overdispersed and I have assumed a factor of 1.2 for all dose
points.

For fitting I find it necessary to have a point at zero dose. I
assumed that 2000 cells were scored with 1 dicentric and 6 acentrics. You
should really provide one and 5000 cells would be nice but 2000 would
suffice. The dicentrics and dicentrics + rings fit very well indeed. The
value of x is just less than the degrees of freedom and therefore the
printed errors need to be adjusted as shown. This is because the computeris programmed to give estimates of errors based essentially on the value of

and I judge that Poisson errors are more appropriate. The acentric and
total aberration fits are very poor and there is strong evidence for lack
of fit. This supports very nicely our contention that the scoring of
dicentrics are more reliable than the scoring for acentrics. There is just
one further point I would like to make which might help for future work.
At some doses I feel you have too much scoring because the extra accuracy
gained is not really worth the effort. This is particularly true at 4 and
5 Gy. As a general guide I would aim at about 100 dicentrics at any one
dose and at about 2000 cells if that is reached first.

2

2

/contd

Chairman: Sir Richard Southwood FRS - Director: Dr RH Clarke « Secretary: GAM Webb



Now to your other question about comparing means. This is best
answered by example. For dicentrics we know that the Poisson distribution
applies. Suppose the two yields are 300 dicentrics in 1000 cells and 200
dicentrics in 800 cells.

The yields are 0.300 + .0173 and 0.25 + .0177 dicentrics per cell

The difference is 0.050 + .0247

The numbers after + are standard errors and are derived as follows:

1. 300/1000 .0173

a. 200/800 = .0177

3. ¥(.0173)2+(.0177)% = .0247

The first two assume the Poisson distribution ie. the standard error
is the square root of the mean. The third is the statistical adding of
variances of two independent quantities. The question, "Are the two yields
the same?" is converted to "Is the difference of the two yields zero?" In
this case the difference is just over two standard errors away from zero
(2.02 in fact) which would be just significant at the 95% level.

For G2 irradiation where chromatid damage is seen, you need to check
whether the Poisson distribution applies or not using the Papworth u-test.
If it does apply you use the above test. If the aberrations are
overdispersed (like acentrics in your data) then the standard errors in 1

and 2 above would have to be adjusted. If, for example, the values for
/y were 1.2 then the standard errors in 1, 2 and 3 above would be:-

1. 17300 x 1.2/1000 = .0190

a. /200 x 1.2/800 .0194

.01942 - .02713. .0190% +

In this case the difference in yield would be not quite significantly
different from zero (1.85 standard errors),

I hope I have explained this clearly.
With kind regards,

Alan A. Edwards
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National Radiological Protection Board, Chilton, Didcot, Oxon OX11ORQ.Tel: (0235) 831600
Telex: 837124 RADPRO G Fax: (0235) 833891

5
Dr. Krishnaja AP,
B-8 Vindhya,
Annshakti Nagar, You ref:

Bombay 400094,
India. Our ref:

Date: 7th August 1991

Dear Dr. Krishnaja,

Thank you for your letter and the micronuclei data. I note the error on total aberrations in 5 Gy. I
have run the u-test and the distribution is close to Poisson and I enclose the printout.

I have tested and fitted the micronuclei data, outputs enclosed. Yes, the micronuclei are
overdispersed. The average factor is about 1.2 but whether there really is a trend of o'/y with dose is
marginal. I have assumed not and used 1.2 for all doses. From the printout, the fit is not good but as you
say the 2 and 3 Gy points are the suspect ones. The observed yield at 2 Gy is too low and that at 3 Gy ts
too high. But remember that there is a lot of scoring at these two points and expected uncertainties are
based purely on counting statistics. In both cases the difference between the observed and fitted yields are

only about 10% which is really very good.

Compared with total aberrations, micronuclei have a higher control level, have a higher value for a
(although significance is doubtful) and a much lower value for B. As far as I can see your conclusions using
gamma-rays agree very well with ours using x-rays.

With regard to publication, I do not think that the chromosome aberration and micronuclei curves
would be accepted alone. They need to be published along with some other data. One of the trends these

days is to try to measure heterogeneity in the response of different donors. In this respect your observation
of differences in the spontaneous frequency of MN between "Thal. traits" and normals when you do not see
a difference, for CA is interesting. Is the sensitivity to radiation different between the two groups? I am
afraid I do not know what "Thal. traits" are, but assuming they are a disease or a syndrome, are they related
to cellular repair or do they have a mutational cause? If so, there is a chance that differences could exist and
I would be pleased to look at the data for you.

With regard to your differences in MN yield, the yields with standard errors are:

a
1, 775/5000 = 0.155 + .0063
2. 1550/5000 = 0.310 £ .0090
3. 791/4000 = 0.198 + .0080

The standard errors include a factor for o'/y = 1.3. The difference between 2 and 1 is 0.155 + .011
which is clearly significant.

The difference between 3 and 1 is 0.043 + .010 which is significant.

/contd

Chairman: Sir Richard Southwood FRS + Director: Dr R RH Clarke - Secretary: GAM Webb



Dr. Krishnaja AP

However, the tests are done based on slightly enhanced Poisson errors. If the above are based on
the means of different people and there is heterogeneity within the groups the standard errors above should
be changed and significance might be altered. Again I am happy to look at this for you but I need the

scoring for each individual and not just the totals you have given me already.

With regard to your control levels for aberrations, I do not regard them as low because they lie well
within the range of measurements I have seen. You have obviously selected a very good donor. I have not
re-run the fits with these control levels but will do so when they are required for publication.

With kind regards,

Alan A. Edwards
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National Radiological Protection Board, Chilton, Didcot, Oxon OX11ORQ.Tel: (0235) 831600
Telex: 837124 RADPROG - Fax: (0235) 833891

4
Dr Krishnaja AP
B-8 Vindhya
Annshakti Nagar Your ref:

Bombay 400094
India Our ref:

Date: 16 September 1991

Dear Krishnaja

Thank you for the additional data on MN for normals and thalassaemia heterozygotes. My analysis
is now as follows.

Normal subjects - zero dose

All 15 subjects are from the same populationYX? = 13.4 on 14DF assuming Poisson estimates of

errors. Therefore I have combined these and used the overall distribution. The ratio? is 1.17 and this is
y

used to enhance the Poisson estimate of SE based on 188 MN.

The mean is 0.0125 + .0010.

Thalassaemia heterozygotes - zero dose

Here the 15 subjects are not the same*X2 = 60.9 on 14DF and even the overall © 2 of 1.27 cannot
y

account for this. The standard error is therefore based on the heterogeneity of the population.

The mean is 0.0231 + .0026.

The difference between heterozygotes and normals is therefore significant

Difference = 0.0106 + .0028.

This I think you have already deduced.

Chairman: Sir Richard Southwood FRS - Director: Dr RH Clarke Secretary: GM Webb



Normal subjects - 2 Gy

The 5 subjects are not significantly different on aX? test = 6.9 on 4DF, p = .14). If one

includes the over dispersion of aberrations co = 1,28) then the test 02 = 5.4 on 4DF, p = .25) suggests

even better agreement. The data have been combined and the SE is based on the person to person variation.

Mean = .155 + .007.

From the fit of the data to a dose response curve for the same 5 persons an estimate of the mean is

Mean = .173 + .010.

These two estimates are not significantly different.

Thalassaemia heterozygotes - 2 Gy

The 9 subjects are different x2 = 116 on 8DF). Even the inclusion of a variance to mean ratio of
1.31 makes no difference to the conclusion. The standard error is therefore based on the person to person
variation.

Mean = .260 + .020.

y

The difference between the means of irradiated heterozygotes and normals (even taking the higher

estimate) is:

4
Difference = .083 + .022.

which is significant.

The conclusion is, as you have already deduced, is that both the control level and the radiation

induced micronuclei in the thalassaemia heterozygotes js higher than in normal controls.

You asked about the Mann-Whitney 'U' test. I have never used it but I have read about it. It is a

test to judge whether samples taken from two different populations differ. In that sense it does the same job
as the 't-test' but the 't-test' assumes that the populations from which samples are taken are normally
distributed. If the normal distribution does not apply then the Mann-Whitney test can be used. It works as

follows:

The observations are placed in order of size. Denoting N for the 15 normal and T for the 15 That

traits the result for the spontaneous level would be.



5 8 11 12 13 14 15 18 19 20-24 25-29 30+

N N{N Nj T T T

N N T N T T

N T

T

N N N

N N N

For all values of N, you then add up how many of the T's are lower. Eg, for the N at 11 there are 2 T's
which are lower. For cases where N and T are equal you must average, so that there will on average be one
lower for each of the two N's at an observation 8.

The sum is

1 (0) + 2 (1) + 8 (2) + 3 (2.5) + 1 (5.5) = 31

You then compare this number with numbers in a special table (copy enclosed) to give a guide to

probability of fit. In this case for n, = ny = 15 the critical number is 40 at a probability of 0.002 on two
tailed criterion and so the two distributions are significantly different as shown previously.

I think for the samples you have given me the numbers are generally quite large so that the 't-test'
which in essence I have used applies reasonably well. There is only one thing that worries me a little, (and
it is something you have picked up). TheFhaf traits 2 Gy data seem to fall into two distinct categories
(180-211 and 290-341). There is a big gap and it is surprising there is nothing in between. Apart from the

micronuclei data is there anything which distinguishes the first 4 from the remaining 5? Or is it just another
of those unsolved statistical quirks that occur from time to time?

I have enclosed computer print-outs on dispersion that I have used.

With kind regards

Maan

Alan A Edwards

Encl
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National Radiological Protection Board, Chilton, Didcot, Oxon OX11 ORQ. Tel: (0235) 831600
Telex: 837124 RADPRO G Fax: (0235) 833891

Your ref:

Our ref:

Date: Ot 199!

Deer
a

4 the Moun

§
Le on medreed Shepsthe

th.
Tee wath

ao werk

Tock you, tho Line 4 €

Prada >

A den *

dome Sure

Chairman: Sir Richard Southwood FRS Director: Dr RH Clarke - Secretary: GM Webb

jaRd



GLEBE
STANDAKE,
Wrrvey
Oxon
088755

8

9 TAN (992

Ly

199) meds, br How anced >faraAslALfs

ad 9 Lhe
Padua. ihe bet ond 9

wetirallly
hae Lome te

Uy, ee he charkss

A Me oll

my age)

place >



back Bern om ona of he

Hermon
tH

om

the other wetok o

off

9

ext

9

the Manel whieh Brenda

tire Union (or at fract

what wee).



Beng

A

a fed mp
wth Bepot

1. Mas,

thie
on

0



apart

peedrey972rh

eeePOY



wl. paper
and hee prot

thy seat che will bent. fore
cure om (leben

hie vettad tte reeult

well. com make oct if he foul

when They
plow

about ee

bier, Where

thay
Le whet thy plande bos

On 1 &

me Read

tho bane henge be bad warlid



+

a
el

A

eypryPD
1



Yryw

progprope
mutapnd

4

NY
¢

orypreyoy}



4

ule the

thy

a

gut. hearty

yor te boners) Bot 7 am



urns ac Hel me what foo Boor
Qing. tho

onlythe deaelirr Phat are

favre nna fron
thy om

your fot. J think por

tare maproved Ut in goed te beter

A

only, fpr pred att



6

t a

aN
AY

+boooy

C

8al

JvvPowynry0g
~we Viol

f
WK a

va
nea

es-\Rm
ro

{
t4

ny
+

ry

va





B-3 Vell



~

6

wyPING"¢

yop

TIDH's
4



Mt Dr

bade

A F weet

a week, ? very mach
0

© be on att
4 three days

9
a



Mont Susu. talhchion 1
iS 2

IO wer
©

a

Aho t no. We spout 32

These, i
Ihe -

x

Moy
9

hast kod o
+

preferab e



gout bat qyurction 9

9

9
thd

9 Dasre arin tis on ont on

For. Herder

utede

more about

your Bobs



By air mail
Par avion 1

3

3





8 THE

Oxon
Oxe7SS

3 Van 1443

thy aed pour

5

hat 4M, af ?

bo Aad



pornryyo

epakprogbyeayweed4



+

MIR

predpale



io het the

de o ahir the

phan, ver ter. atime shee

prepessrmnw
are

ere
om a

Atanfiorory
brits

Avo

a

Ak t+ Aut Aasre dere

the midle 6 Ll 4

a medical Leet

a

Aut



4

9 there 9

but hater

and 9 wert t- Ah

and

~

Fost were



Romeoempag§cyBaer
Rr-v

26979)&

ad)mmUpAryemePy?

SepangGnon

mmo



eyaymenperHrome

COY0A

fecen
cruFo

PomeRawopopeperryapwellraon
enapenes

cone

eodegperworwllyryependmneponry

WY

-1poohIegfrrer

reperayn
*

pooper

pachBra
6prtHpokeremy§

arrppew

Yr
4

SSL&XO

a



+

077

pcyprmeeenGyalerd
oy

5
0
Yrypey8.3erweepprmy

re"¥

Ble=
9%SIC">?B8E1

~MyHOHapfoeb
oyry29hOD

Pry?ay
v2
A.

ov
rmayreyPry"

om
eruebemaye4

brogosHGTyp
40}Q0)hov
9°9019905

so9-oSZS§giv
TSLathESSLi
00CBSCSOT
0S-SvStOO

+22

&ES xprad
CG

Moped)by,

y



9)yg?sae.Jy

2yrwokgwu+h

(sereAmok

SSmp"Eenenysfotrw)

sobalPegtozIq
»owpeby

o7
SoryentregesHEEP

.
yeyreTF

yanmopedQsorbop-5oO
propeLitAYwpeoy

weatlrereee
exanpersycome9mapHYreOmeens

7yronenyyyrfd"HY

Tors4

+

yery?VY"

1cy
(ey

tH)
poets

-

er

pore
©

voycoqrm"7 &Avegenv

Tprodnp,rypmullyprorbremeoreyy~
aedZewaresip

hoo.+= 9

hornySST-=of

igeyeeer)OE
A sac= 83¢8



apes

YON

9g2gCalpenprelifwormspoetRPE

pyr 2prowekompomeoepoly
ryaH6

mnstehLepoosmrempboppoh>rod

S$)/Pel

yymeeeayPO.» amy

™TOY"

Mywrymyaypepe
+7aispyrtT'

NPam?)as
7

frprefrob

yey
me



84



3



EY

srt?pot
3

Yao sists aud
7

AG
conse the

Whe wat ell covered ord the vere veprls

7 pact

org the try
&

Lt, the undebrn



cancers a ret
3

element
a

3

thy Nas an

thy Nile. Me
deny?

od then boat trp

Aare a

Ath hope



ae,x>

yoof

+



Atak aban

ot Lat start rn he

Airing placed

tet abe
atenel Ae

What irruitd

ore. berga
borg

ad



9 vec.
QE

+

a

ge Ge



a



0A i

Oxon

tenet &



preprovepoo

ResypeeastSTMay,FRAME

wohisaoy

arfy



tlhe

wok abt on ord peorn

meade, Lar We went Luck te Lop

ttt Abe

Te bir for auch
We Lod Any bance heard



Arpoof9mepe

very

xyKE?oD

rey6

fp



ta
fro

fat thet shy url A offHe crutreE

the
No a

adh event A Egypt yur



Wik & baron

a

day. Lhe
+

A the

hy sell carry

the pon te te bebived. bs

7
. the

argh. Breas



a



TAN
soporyY

paidCompre

HNC


